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Section and up to first 5 pages. 



i 

2 
3 
4 
5 
6 
1 
8 
9 
10 
11 
12 
13 
14 
15 
16 
17 
18 
19 
20 
21 
22 
23 
24 
25 
26 
27 
28 
29 
30 
31 
32 
33 
34 
35 
36 
37 
38 
39 
40 
41 
42 
43 
44 



<110> 

<120> 
<130> 
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<141> 
<150> 
<151> 
<150> 
<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<400> 



<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<400> 



APPLICANT: Gray, John T. 
Mulligan, Richard C. 

TITLE OF INVENTION: Packaging Cell Lines 
FILE REFERENCE: CMCC693p2A 

CURRENT APPLICATION NUMBER : US/09/3 93 , 795 

CURRENT FILING DATE: 1999-09-10 

EARLIER APPLICATION NUMBER: US 60/100,063 

EARLIER FILING DATE: 1998-09-12 

EARLIER APPLICATION NUMBER: US 60/100,022 

EARLIER FILING DATE: 1998-09-11 

NUMBER OF SEQ ID NOS : 12 

SOFTWARE: FastSEQ for Windows Version 3.0 
SEQ ID NO. 1 
LENGTH: 3 96 
TYPE: DNA 

ORGANISM: Homo sapien 
SEQUENCE : 1 

atgggtgcga gagcgtcagt attaagcggg ggagaattag 
ttaaggccag ggggaaagaa aaaatataaa ttaaaacata 
ctagaacgat tcgcagttaa tcctggcctg ttagaaacat 
ctgggacagc tacaaccatc ccttcagaca ggatcagaag 
acagtagcaa ccctctattg tgtgcatcaa aggatagaga 
ttagacaaga tagaggaaga gcaaaacaaa agtaagaaaa 
gacacaggac acagcaatca ggtcagccaa aattac 
SEQ ID NO 2 
LENGTH: 1503 
TYPE : DNA 

ORGANISM: Homo sapien 
FEATURE : 
NAME/KEY: CDS 
LOCATION: (l) . . . (1503) 
SEQUENCE: 2 

atg ggt gcg aga gcg teg gta tta age ggg gga 
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly 

1 5 10 

gaa aaa att egg tta agg cca ggg gga aag aaa 
Glu Lys lie Arg Leu Arg Pro Gly Gly Lys Lys 

20 25 
cat ata gta tgg gca age agg gag eta gaa cga 
His lie Val Trp Ala Ser Arg Glu Leu Glu Arg 

35 40 
ggc ctt tta gag aca tea gaa ggc tgt aga caa 
Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Gin 
50 55 



ENTE RED 



atcgatggga 
tagtatgggc 
cagaaggctg 
aacttagatc 
taaaagacac 
aagcacagca 



aaaaattegg 
aagcagggag 
tagacaaata 
attatataat 
caaggaagct 
agcagcagct 



gaa tta 
Glu Leu 

caa tat 
Gin Tyr 

ttc gca 
Phe Ala 
45 

ata ctg 
lie Leu 
60 



gat 
Asp 

aaa 
Lys 
30 
gtt 
Val 



aaa 
Lys 
15 
eta 
Leu 

aat 
Asn 



gga cag 
Gly Gin 



tgg 
Trp 

aaa 
Lys 

cct 
Pro 

eta 
Leu 



60 
120 
180 
240 
300 
360 
396 



48 



96 



144 



192 



J 
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45 


caa 


cca 


tec 


ctt 


cacr 


aca 


crcra 


tea 


aaa 


craa 


ctt 


aga 


tea 


tta 


tat 


aat 


240 


46 


Gin 


Pro 


Ser 


Leu 


Gin 


Thr 


Gly 


Ser 


Glu 


Glu 


Leu 


Arg 


Ser 


Leu 


Tyr 


Asn 




47 


65 










70 










75 










80 




48 


aca 


ata 


crca 


crtc 


etc 


tat 


tqt 


crtcr 

3 w 3 


cat 


caa 


agg 


ata 


crat 


qta 


aaa 


qac 


288 


49 


Thr 


He 


Ala 


Val 


Leu 


Tyr 


Cys 


Val 


His 


Gin 


Arg 


lie 


Asp 


Val 


Lys 


Asp 




50 










85 










90 










95 






51 


ace 


a a a 


aaa 


CTCC 
3 


tta 


crat 

3 


aacr 


ata 


cracr 

3 W 3 


craa 


gag 


caa 


aac 


aaa 


acrt 


aaq 


336 


52 


Thr 


LVS 


Glu 


Ala 


Leu 


Asp 


Lys 


He 


Glu 


Glu 


Glu 


Gin 


Asn 


Lys 


Ser 


Lys 




53 








100 










105 










110 








54 




aaa 


crca 


cacr 


caa 


crca 

3 


crca 


crct 


crac 

3 


aca 


gga 


aac 


aac 


aac 


caa 


qtc 

3 


384 


55 


Lvs 


LVS 


Ala 


Gin 


Gin 


Ala 


Ala 


Ala 


Asp 


Thr 


Gly Asn 


Asn 


Ser 


Gin 


Val 




56 






115 










120 










125 










57 


acre 


caa 


aat 


tac 


cct 


ata 


crtcr 

3 3 


cacr 


aac 


etc 


cag 


ul J 


caa 


ata 


ata 


cat 


432 


58 


Ser 


Gin 


Asn 


Tvr 


Pro 


He 


Val 


Gin 


Asn 


Leu 


Gin 


Gly 


Gin 


Met 


Val 


His 




59 




130 










135 










140 












60 


caa 


CTCC 
3 v - > 


ata 


tea 


cct 


aaa 


act 


tta 


aat 


crca 


tgg 


gta 


aaa 


ata 


ata 

3 


aaa 


480 


61 


Gin 


Ala 


He 


Ser 


Pro 


Arcr 


Thr 


Leu 


Asn 


Ala 


Trp 


Val 


Lys 


Val 


Val 


Glu 




62 


145 










150 










155 










160 




63 


aaa 


aacr 


crc t 


ttc 


acre 


cca 


craa 


crta 


ata 


ccc 


atg 


ttt 


tea 


aca 

3 


tta 


tea 


528 


64 


Glu 


Lvs 

J: 


Ala 


Phe 


Ser 


Pro 


Glu 


Val 


He 


Pro 


Met 


Phe 


Ser 


Ala 


Leu 


Ser 




65 










165 










170 










175 






66 


craa 


crcra 


CTCC 


acc 


cca 


caa 


crat 


tta 


aat 


acc 


atg 


eta 


aac 


aca 


ata 

3 3 


aaa 

3 3 3 


576 


67 


Glu 


Glv 


Ala 


Thr 


Pro 


Gin 


ASD 


Leu 


Asn 


Thr 


Met 


Leu 


Asn 


Thr 


Val 


Gly 




68 








180 










185 










190 








69 


aaa 


cat 


caa 


crca 


CTCC 


atcr 


caa 

W ^#4 


atcr 


tta 


aaa 


gag 


acc 


ate 


aat 


aaa 

3 ***-3 


aaa 


624 


70 


Gly 


His 


Gin 


Ala 


Ala 


Met 


Gin 


Met 


Leu 


Lys 


Glu 


Thr 


He 


Asn 


Glu 


Glu 




71 






195 










200 










205 










72 


crc t 


crca 


craa 


tcrcr 


crat 


a era 


ttcr 

*~ ^3 


cat 


cca 


atcr 


cat 


crca 


crcrcr 

3 3 3 


cct 


att 


aca 


672 


73 


Ala 


Ala 


Glu 


Trp 


Asp 


Arcr 


Leu 


His 


Pro 


Val 


His 


Ala 


Gly 


Pro 


He 


Ala 




74 




210 










215 










220 












75 


v t*i 


crcrc 


cacr 


atcr 


a era 

^3 a. 


craa 


cca 


acrcr 

3 3 


crcra 

33 


acrt 


gac 


ata 


crca 


aaa 

33 w 


act 


act 


720 


76 


Pro 


Gly 


Gin 


Met 


Arcr 

* * 3 


Glu 


Pro 


Arcr 


Gly 


Ser 


Asp 


He 


Ala 


Gly 


Thr 


Thr 




77 


225 










230 










235 










240 




78 


aat 


acc 


ctt 


cacr 


craa 


caa 


ata 


crcra 


tcrcr 

u 33 


atcr 


aca 


cat 


aat 


cca 


cct 


ate 


768 


79 


Ser 


Thr 


Leu 

i^taJ V* 


Gin 


Glu 


Gin 


He 


Gly 


Trp 


Met 


Thr 


His 


Asn 


Pro 


Pro 


He 




80 










245 










250 










255 






81 


cca 


crta 


crcra 


craa 


ate 


tat 


aaa 


a era 


tcrcr 

*-3 3 


ata 


ate 


ctg 


crcra 

3j w 


tta 


aat 


aaa 


816 


82 


Pro 


Val 


Glv 


Glu 


He 


Tvr 


Lys 


Arcr 

* *^ 3 


Trrj 


He 


lie 


Leu 


Gly 


Leu 


Asn 


Lys 












260 

£t O V 










265 
& \j 










270 








84 


ata 


gta 


aga 


atg 


tat 


age 


cct 


acc 


age 


att 


ctg 


gac 


ata 


aga 


caa 


gga 


864 


85 


He 


Val 


Arg 


Met 


Tyr 


Ser 


Pro 


Thr 


Ser 


He 


Leu 


Asp 


He 


Arg 


Gin 


Gly 




86 






275 










280 










285 










87 


cca 


aag 


gaa 


ccc 


ttt 


aga 


gac 


tat 


gta 


gac 


cga 


ttc 


tat 


aaa 


act 


eta 


912 


88 


Pro 


Lys 


Glu 


Pro 


Phe 


Arg 


Asp 


Tyr 


Val 


Asp 


Arg 


Phe 


Tyr 


Lys 


Thr 


Leu 




89 




290 










295 










300 












90 


aga 


gec 


gag 


caa 


get 


tea 


caa 


gag 


gta 


aaa 


aat 


tgg 


atg 


aca 


gaa 


acc 


960 


91 


Arg 


Ala 


Glu 


Gin 


Ala 


Ser 


Gin 


Glu 


Val 


Lys 


Asn 


Trp 


Met 


Thr 


Glu 


Thr 




92 


305 










310 










315 










320 




93 


ttg 


ttg 


gtc 


caa 


aat 


gcg 


aac 


cca 


gat 


tgt 


aag 


act 


att 


tta 


aaa 


gca 


1008 


94 


Leu 


Leu 


Val 


Gin 


Asn 


Ala 


Asn 


Pro 


Asp 


Cys 


Lys 


Thr 


He 


Leu 


Lys 


Ala 
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95 325 330 335 

96 ttg gga cca gga gcg aca eta gaa gaa atg atg aca gca tgt cag gga 1056 

97 Leu Gly Pro Gly Ala Thr Leu Glu Glu Met Met Thr Ala Cys Gin Gly 

98 340 345 350 

99 gtg ggg gga ccc ggc cat aaa gca aga gtt ttg get gaa gca atg age 1104 

100 Val Gly Gly Pro Gly His Lys Ala Arg Val Leu Ala Glu Ala Met Ser 

101 355 360 365 

102 caa gta aca aat cca get acc ata atg ata cag aaa ggc aat ttt agg 1152 

103 Gin Val Thr Asn Pro Ala Thr lie Met lie Gin Lys Gly Asn Phe Arg 

104 370 375 380 

105 aac caa aga aag act gtt aag tgt ttc aat tgt ggc aaa gaa ggg cac 12 00 

106 Asn Gin Arg Lys Thr Val Lys Cys Phe Asn Cys Gly Lys Glu Gly His 

107 385 390 395 400 

108 ata gec aaa aat tgc agg gec cct agg aaa aag ggc tgt tgg aaa tgt 1248 
10 9 lie Ala Lys Asn Cys Arg Ala Pro Arg Lys Lys Gly Cys Trp Lys Cys 

110 405 410 415 

111 gga aag gaa gga cac caa atg aaa gat tgt act gag aga cag get aat 12 96 

112 Gly Lys Glu Gly His Gin Met Lys Asp Cys Thr Glu Arg Gin Ala Asn 

113 420 425 430 

114 ttt tta ggg aag ate tgg cct tec cac aag gga agg cca ggg aat ttt 1344 

115 Phe Leu Gly Lys lie Trp Pro Ser His Lys Gly Arg Pro Gly Asn Phe 

116 435 440 445 

117 ctt cag age aga cca gag cca aca gee cca cca gaa gag age ttc agg 13 92 

118 Leu Gin Ser Arg Pro Glu Pro Thr Ala Pro Pro Glu Glu Ser Phe Arg 

119 450 455 460 

120 ttt ggg gaa gag aca aca act ccc tct cag aag cag gag ccg ata gac 1440 

121 Phe Gly Glu Glu Thr Thr Thr Pro Ser Gin Lys Gin Glu Pro lie Asp 

122 465 470 475 480 

123 aag gaa ctg tat cct tta get tec etc aga tea etc ttt ggc age gac 1488 

124 Lys Glu Leu Tyr Pro Leu Ala Ser Leu Arg Ser Leu Phe Gly Ser Asp 

125 485 490 495 

126 ccc teg tea caa taa 1503 
W--> 127 Pro Ser Ser Gin 

128 500 

129 <210> SEQ ID NO 3 

130 <211> LENGTH: 500 

131 <212> TYPE: PRT 

132 <213> ORGANISM: Homo sapien 

133 <400> SEQUENCE: 3 

134 Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Lys Trp 

135 15 10 15 

13 6 Glu Lys lie Arg Leu Arg Pro Gly Gly Lys Lys Gin Tyr Lys Leu Lys 

137 20 25 30 

13 8 His lie Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro 

139 35 40 45 

140 Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Gin lie Leu Gly Gin Leu 

141 50 55 60 

142 Gin Pro Ser Leu Gin Thr Gly Ser Glu Glu Leu Arg Ser Leu Tyr Asn 

143 65 70 75 80 

144 Thr lie Ala Val Leu Tyr Cys Val His Gin Arg lie Asp Val Lys Asp 
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14 5 

X^X —* 










85 










90 










95 




1*± D 


J. XXX 


Lys 


Glu 


Al a 




A en 

no LJ 


uy 0 


Tip 

X xc 


ril it 

OX Li. 


OX Li 


Glu 


Gin 


Acm 


xj y 0 


Rpr 

k? ^ x. 


TiVQ 

xj y 0 


14 7 








100 

X. V \J 










105 










110 

■1* V 






1 4 R 


T.VQ 


Lys 


Ala 


Gin 

\j.xxx 


Gin 


Ala 
nj. cl 


Ala 


Ala 


Aciin 

no 


Thi** 


Gly Asn 


Asn 


Ser 


Gin 


Val 


14 9 






115 










120 

&J V 










125 

Arf 








J. _? VJ 




Gin 


Asn 


iyi 


Xr X v> 


Tl P 
X X c 


Va 1 

V CLX 


VJ XIX 


Sen 


T iPii 

XJC LI 


Gin 


Gly 


Rln 


Mpt 


Va 1 


His 


151 

•jL *J .J- 




130 










135 

•h' 










140 










1 O 


Gl n 


Ala 


He 


OCX 


Pro 

XT X. LJ 




T'Vit* 

J. XIX 


T .pi 1 

±JC LL 


A QD 


Al a 


Trp 

Xt 


val 


TiVQ 
u y 0 


Val 


Val 

V CL X. 


Glu 

\J -L LL 


1 53 
i j j 


14 5 

X *± J 










1 50 










155 










160 

■X. w w 


1 R4 
1 -3 *± 


gi n 

Ol LI 


Lys 


Ala 


AT 11C 


ocx 


Pro 

XT X vJ 


V7 X U 


Va 1 

V CLX 


Tip 
X xc 


Pro 

Xr X O 


Met 


Phe 


Cpr 


Ala 


TiPll 
XJC LL 


c X. 


155 










165 

\j 










170 










175 






gi n 


Gly Ala 


1 XIX 


Pvn 

XrX (J 


Gl n 

OX 11 


A cr» 

no ±J 


XlC u 


A en 
riB XX 


T'Vit* 

X XXX 


Met 


Leu 


A q -n 

ASH 


Thr 

X XXX 


Val 

V CL X 


Glv 


1 57 
x j / 








180 

X O \J 










185 










190 








gi w 

oiy 


His 


Gin 


al a 


Al a 


Mpr 


CX~\ n 

V7ill 


Mai- 
ne u 


T .Pi 1 

J_IC LL 


xj y 0 


Glu 


Thr 


Tip 

X X c 


A en 
irioxx 


Glu 

OX LL 


Glu 

V7X LL 


159 






195 










200 

« V V 










205 








lO VJ 


/i.1 Ct 


Ala 


Glu 


irp 


no Lj 


Axy 


T ,01 1 
DC Li 


nxo 


Xr X W 


\7a 1 
veil 


His 


Ala 


oxy 


Pro 

Xr X O 


Tie 

X X c 


Al a 

nx cl 


1 £1 




210 










215 

£1 x a 










220 










J. D £t 


Xr i. \J 


Gly Gin 


i Y lC L. 


g 


nl n 

Ol U. 


Pro 
Xr 1 u 


A VfT 

"■x y 


oiy 


OCl 


Asp 


lie 


Al a 
rlld 


oxy 


X XX J. 


Th r* 

X XXX. 


X O J 












230 

£a J \J 










235 










240 

w 


lO*i 


Got* 
OCX 


Thr 


Leu 


gi n 

olXl 


blU 


VjJ.Il 


Tl 0 
lie 


Liiy 


i X LJ 


l T lC L- 


Thr 


His 


A en 

ADll 


XrX vJ 


Pyn 

XrX KJ 


Tip 

XXC 


X D J 










245 










250 

£t mj \J 










255 




lOO 


ir X Kj 


Val 


Gly 


gi n 

\J X LI 


Tip 
11c 


lyr 


T a/c 
x>y 0 




lip 


Tl P 
X xc 


lie 


Leu 


oxy 


XJC LL 


A QTI 


xj y 0 


167 








260 










265 

^ V -J 










270 






J. D O 


Tl ^ 
11c 


Val 


Arg 


l*lC L, 


iyr 


OCl 


XrX Lv 


i 1X1 


Q (Ti >~ 

OCl 


Tl p 

XlC 


Leu 


Asp 


Tip 

X X c 


jmi y 


m n 

OX XX 


Gl v 
0 x y 


JLu 7 






275 










280 

£t O U 










285 

£t *mJ 








i / u 


Jtr X VJ 


Lys 


Glu 


IT X 


XT 11C 




A GT^ 

no LjJ 


Tvr 

iyr 


Va 1 
val 


A CT 
AO LJ 


Arcr 


Phe 


Tvr 
lyi 


uy 0 


TVir* 

X XXX 


TiPll 

XJC LL 


171 




290 










295 

« ^ ^ 










300 










1 1 




Ala 


Glu 




Ala 
i~LXcL 


OCX 


OX XI 


ox. u 


Va 1 

V CL X 


uy 0 


Asn 


Trp 

XT 


Met 

1 1C L> 


TV) r* 

X 11X 


Glu 

VJ J- LL 


Thr 

X llli 


173 


305 










310 










315 










320 


T 74 
1 / *x 


JjcU 


Leu 


Val 


OlXl 


Sen 


Al a 
Aid. 


A a n 


Xr X U 


AO LJ 




Lys 


Thr 


Tl P 
X xc 


T 1 

XIC Li 


j_iy 0 


Al a 


175 










325 
•j £t •j 










330 

«J mJ V 










335 




1 7£ 


T .01 1 
llCLX 


Gly 


Pro 


gi v 

oiy 


Ala 


J. in 


T 1P1 1 
XlC 11 


nl 11 

OX Li 


ox 11 


1 V 1C L> 


Met 


Thr 


Al a 


v^y o 




Glv 

vjx y 


177 








340 










345 
1 «y 










350 

*J W 






1 7 P 


Vdl 


Gly Gly 


XrX O 


nl v 


lj -i a 
m 0 


T .vc 
j-iy 0 


Al a 


A "K*<T 


Va 1 
vdl 


Leu 


Ala 


OX LL 


Al a 

nl CL 


rlC L. 


OCX 


1 TQ 
X / _7 






355 










j \j \j 










3 65 

j \j 








ion 

-LOU 


nl n 

OIXX 


Val 


Thr 


MoXX 


Xr 1 w 


Al a 
rii cl 


T 1 Vi -v- 
i XXI 


xic 


1 V 1C L. 


Tl P 
11c 


Gin 


Lys 


oxy 


A QTI 


Php 

Xr XXC 


At* ct 

"i y 


1 ftl 
X O X 




370 










3 7 5 










380 












A C2 T~l 

noil 


Gin 


Arg 


xiy is 


1 XXX 


\/a 1 
v ct 1 


uy 0 


\_» y 0 


Php 

XriXC 


A CT*I 
noli 


Cys 


Gly 


jjy 0 


OX LX 


Gl V 
ox y 


XI J_ 0 




O Q C 




















395 










400 

1 V V 


184 


lie 


Ala 


Lys 


Asn 


Cys 


Arg 


Ala 


Pro 


Arg 


Lys 


Lys 


Gly 


Cys 


Trp 


Lys 


Cys 


185 










405 










410 










415 




186 


Gly 


Lys 


Glu 


Gly 


His 


Gin 


Met 


Lys 


Asp 


Cys 


Thr 


Glu 


Arg 


Gin 


Ala 


Asn 


187 








420 










425 










430 






188 


Phe 


Leu 


Gly 


Lys 


He 


Trp 


Pro 


Ser 


His 


Lys 


Gly Arg 


Pro 


Gly 


Asn 


Phe 


189 






435 










440 










445 








190 


Leu 


Gin 


Ser 


Arg 


Pro 


Glu 


Pro 


Thr 


Ala 


Pro 


Pro 


Glu 


Glu 


Ser 


Phe 


Arg 


191 




450 










455 










460 










192 


Phe 


Gly Glu 


Glu 


Thr 


Thr 


Thr 


Pro 


Ser 


Gin 


Lys 


Gin 


Glu 


Pro 


He 


Asp 


193 


465 










470 










475 










480 


194 


Lys 


Glu 


Leu 


Tyr 


Pro 


Leu 


Ala 


Ser 


Leu 


Arg 


Ser 


Leu 


Phe 


Gly 


Ser 


Asp 
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195 












485 










490 










495 






196 




Pro 


Ser 


Ser 


Gin 




























197 










500 




























198 


<210> 


SEQ 


ID NO 4 






























199 


<211> 


LENGTH : 


1503 




























200 


<212> 


TYPE: DNA 






























201 


<213> 


ORGANISM: Artificial Sequence 




















202 

Ad \^ Ad 


<220> 


FEATURE 


* 
* 






























203 


<223> 


OTHER INFORMATION: Codon optimized : 


Eorm 


of HIV gag coding region 




204 

Ad \* a 


<220> 


FEATURE 


* 
* 






























205 

Ad \f v 


<221> 


NAME/KEY: CDS 




























206 


<222> 


LOCATION: (1) . . 


. (1503) 
























207 

Ad \j * 


<400> 


SEQUENCE: 4 






























208 

u w w 




atcr 


acre 


CfCC 


cac 


QCC 

ZJ 


tec 


gtg 


ctg 


tec 


qqc 

Zj zj 


ggc 


gag 


ctg 


gac 


aag 


tgg 


48 


209 

Ad \^ flT 




Met 


Glv 


Ala 


Arq 


Ala 


Ser 


Val 


Leu 


Ser 


Gly 


Gly 

•*> 


Glu 


Leu 


Asp 


Lys 


Trp 




210 

a* w 




1 








5 










10 










15 






211 

d£j 




cracr 


aacr 


ate 


CQC 


ctq 


cqc 


ccc 


ggc 

ZJ ZJ 


ggc 

ZJ ZJ 


aaq 


aag 


cag 


tac 


aag 


ctg 


aag 


96 


212 




Glu 


Lvs 

AJ IT 


He 

•Ai adv * — m 


Arg 


Leu 


Arq 


Pro 


Gly 


Gly 


Lys 


Lys 


Gin 


Tyr 

>* 


Lys 


Leu 


Lys 




213 

a* ^> 










20 










25 










30 








214 




cac 


ate 


Qto 


tcrcr 


QCC 

3 


tec 


cgc 


gag 

ZJ ZJ 


ctg 


qaq 

ZJ ZJ 


cgc 


ttc 


gee 


gtg 


aac 


ccc 


144 


215 

Ad 




His 


lie 


Val 


Trp 


Ala 


Ser 


Arg 


Glu 


Leu 


Glu 


Arg 


Phe 


Ala 


val 


Asn 


Pro 




216 

Ad \d» 








35 










40 










45 










217 

d— 1 * 




QQC 


CtCf 


ctcr 


craa 


acc 


tec 


qaq 


qqc 

ZJ Zj 


tgc 

ZJ 


cqc 

Zj 


cag 


ate 


ctg 


ggc 


cag 


ctg 


192 


218 




Glv 


Leu 


Leu 

A*d _ w& 


Glu 


Thr 


Ser 


Glu 


Gly 


Cys 


Arq 

ZJ 


Gin 


He 


Leu 


Gly 


Gin 


Leu 




219 

Ad -d» 






50 










55 










60 












220 




C3LO 


ccc 


tec 


ctcr 

»-3 


caa 


acc 


qqc 

ZJ ZJ 


tec 


gag 

ZJ —J 


qaq 

ZJ ZJ 


ctg 


cgc 


tec 


ctg 


tac 


aac 


240 


221 

Ad Ad 




Gin 


Pro 


Ser 


Leu 


Gin 


Thr 


Gly 


Ser 


Glu 


Glu 


Leu 


Arg 


Ser 


Leu 


Tyr 


Asn 




222 

Ad Ad Ad 




65 










70 










75 










80 




223 

Ad <d_j «^ 




acc 


ate 


gec 


gtg 


ctg 


tac 


tqc 


qtq 

ZJ ZJ 


cac 


caq 


cgc 


ate 


gac 


gtg 


aag 


gac 


288 


224 

Ad dfad J- 




Thr 


He 


Ala 


Val 


Leu 


Tyr 


Cvs 


Val 


His 


Gin 


Arq 

Z3 


He 


Asp 


Val 


Lys 


Asp 

dH 




225 

dtd d£j ^ 












85 










90 










95 






226 

dt* dfii V 




acc 


aag 


gag 


gee 


ctg 


gac 


aag 


ate 


gag 


cracr 


gag 


cag 


aac 


aag 


tec 


aag 


336 


'111 




Thr 


Lys 


Glu 


Ala 


Leu 


Asp 


Lys 


He 


Glu 


Glu 


Glu 


Gin 


Asn 


Lys 


Ser 


Lys 




228 

Ad Ad *J 










100 










105 










110 








229 

dU Ad ^ 




aag 


aag 


gee 


cag 


cag 


gec 


gec 


gec 


gac 


acc 


ggc 


aac 


aac 


tec 


cag 


gtg 


384 


230 




Lys 


Lys 


Ala 


Gin 


Gin 


Ala 


Ala 


Ala 


Asp 


Thr 


Gly 


Asn 


Asn 


Ser 


Gin 


Val 




231 

d£j *^ X 








115 










120 










125 










232 

Ad «^ du 




tec 


cag 


aac 


tac 


ccc 


ate 


gtg 


cag 


aac 


ctcr 


cag 


ggc 


cag 


atg 


gtg 


cac 


432 


233 




Ser 


Gin 


Asn 


Tyr 


Pro 


He 


val 


Gin 


Asn 


Leu 


Gin 


Gly 


Gin 


Met 


Val 


His 




234 






130 










135 










140 












235 




cag 


gec 


ate 


tec 


ccc 


cgc 


acc 


ctg 


aac 


gee 


tgg 


gtg 


aag 


gtg 


gtg 


gag 


480 


236 




Gin 


Ala 


He 


Ser 


Pro 


Arg 


Thr 


Leu 


Asn 


Ala 


Trp 


Val 


Lys 


Val 


val 


Glu 




237 




145 










150 










155 










160 




238 




gag 


aag 


gee 


ttc 


tec 


ccc 


gaa 


gtc 


ate 


ccc 


atg 


ttc 


tec 


gee 


ctg 


tec 


528 


239 




Glu 


Lys 


Ala 


Phe 


Ser 


Pro 


Glu 


Val 


He 


Pro 


Met 


Phe 


Ser 


Ala 


Leu 


Ser 




240 












165 










170 










175 






241 




gag 


ggc 


gec 


acc 


ccc 


cag 


gac 


ctg 


aac 


acc 


atg 


ctg 


aac 


acc 


gtg 


ggc 


576 


242 




Glu 


Gly 


Ala 


Thr 


Pro 


Gin 


Asp 


Leu 


Asn 


Thr 


Met 


Leu 


Asn 


Thr 


Val 


Gly 




243 










180 










185 










190 








244 




ggc 


cac 


cag 


gec 


gec 


atg 


cag 


atg 


ctg 


aag 


gag 


acc 


ate 


aac 


gag 


gag 


624 
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+ 



VERIFICATION SUMMARY 

PATENT APPLICATION US/09/393,795 



DATE: 12/02/1999 
TIME: 18:41:58 



Input Set: 1393795. RAW 



Line ? Error/Warning 



Original Text 



127 W Line data has been corrected 

302 W Line data has been corrected 

570 W Line data has been corrected 

8 98 W Line data has been corrected 

1228 W Line data has been corrected 



Pro Ser Ser Gin * 
Pro Ser Ser Gin * 

Asp Asp Cys Val Ala Ser Arg Gin Asp Glu A 
Asp Asp Cys Val Ala Ser Arg Gin Asp Glu A 
Asp Asp Cys Val Ala Ser Arg Gin Asp Glu A 




PAGE: 7 CORRECTION SUMMARY DATE: 12/02/1999 

PATENT APPLICATION US/09/393 , 795 TIME: 18:41:58 



Input Set: 1393795. RAW 



Line Original Text 



Corrected Data 



127 Pro Ser Ser Gin * 
3 02 Pro Ser Ser Gin * 

570 Asp Asp Cys Val Ala Ser Arg Gin Asp Glu 
898 Asp Asp Cys Val Ala Ser Arg Gin Asp Glu 
122 8 Asp Asp Cys Val Ala Ser Arg Gin Asp Glu 



Pro Ser Ser Gin 

Pro Ser Ser Gin 
A Asp Asp Cys Val Ala Ser Arg Gin Asp Glu A 
A Asp Asp Cys Val Ala Ser Arg Gin Asp Glu A 
A Asp Asp Cys Val Ala Ser Arg Gin Asp Glu A 



